[image: image1.jpg]


[image: image30.png]


[image: image31.jpg]




[image: image32.png]






[image: image33.emf]
[image: image34.wmf]
Lesson 3.  Tools for Y-DNA Results
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Section 1 I got my results - What now?  

Although the title says "Tools for Men!", that's because the Y-DNA test is for males only.  The tools and techniques here can be used by everyone to trace their paternal line.  So grab a wrench!! 
1.1 Results 
When you get your results, you will be in one (or more) of the following categories: 
1. Exact match with one or more persons (Genetic distance = 0) 

2. Close match with one or more persons (Genetic distance = 1-3) 

3. Distant match with one or more persons (Genetic distance = 4-?)

4. No matches at 37 (or more) markers

We will cover what each category means and what to do in each one. 

1.1.1 Exact Match 

This is good!  An exact match verifies your paternal relationship with that person.   The only thing to do here is be happy!  You hopefully have met your objective. 
1.1.2 Close Match 

A close match means you are most likely cousins.  
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Every man has one father, two grandfathers, four great-grandfathers, eight great-great-grandfathers, and so on.  His Y-DNA comes only from his direct male line.  So, while Daniel in the diagram above is a perfectly valid great‑grandfather to each of his ten great-grandchildren (and seven great-grandsons), his Y-DNA can be detected in only four of them.
So if you have a close match, contact that person to see who the common ancestor may be (if you don't already know).  Ask them for surnames (or a GEDCOM) and add them to your tree and find the relationship yourself! 

1.1.3 Distant Match 

A distance match may mean that you are related farther up the tree than you have researched or discovered.   You may have luck at Y-Search (see Section 2.2 on page 5) extending your tree with a match there. If not, then you will have to work with your distant match contact to find the relationship together (triangulate).  See:  
www.dnaadoption.com
1.1.4 No Match 

If you have absolutely no matches for your surname, it could be the result of one of the following: 
1. No one from your surname has tested at FT-DNA.  Or they only tested at 25-markers (or less).  Wait for (or FIND!) someone else with your surname to also test.  Try looking at Y-Search (see Section 2.2 on page 5)  for matches.
2. An unusual last name that few/none have tested.  Use Y-Search.
3. There was a surname change in your family in the past.  Look for variations in spelling.  Again, use Y‑Search. 
4. N.P.E. - see Section 3.1 on page 15.
5. You didn't meet the threshold to have the match listed.  FT-DNA has established match thresholds.  For someone to match, they have to meet the criteria
 for Genetic Distance in the following table:
	# Markers Tested
	Maximum # Mutations Allowed

	12
	0

	25
	2

	37
	4

	67
	7

	111
	10


One of the things you might try if you tested at 37-markers (or lower) is to upgrade your test to 67‑markers.   That might show some matches at a greater distance (5-6) which didn't show up at 37‑markers. 

In all of the 'No Match' cases, you may also want to do an autosomal test and then concentrate on the matches that you know are on your paternal side (by genealogy or Not In Common With (ICW) maternal matches).  You may find "cousin" matches that help you go 'up' the tree and back down to your paternal match. 

It may take a combination of bouncing back and forth between Y-DNA searching and Autosomal searching to find your paternal ancestor(s).  
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Section 2 Tools
This section introduces tools that you can use to analyze your results.
2.1 FT-DNA TiP
You can use Family Tree DNA’s Time Predictor (FTDNATiP) to determine how closely you are related to a match.  It provides calculations of time to common ancestor estimates by incorporating mutation rates specific to each STR marker.  From your results page at FT-DNA, click the [image: image5.png]TiP



 icon next to the person you wish to analyze.  You will see a new window with the TiP report for you and that person:
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This report shows that Ernest and Robert have an 83.5% probability of a MRCA in 4 generations.  They are in fact paternal 1st cousins.  So their MRCA is actually only 2 generations.   You can modify the report by changing the pull-downs for # of markers and the # of generations interval (every, every 2, ...) and clicking the 'Recalculate' button.  Their percentage for 2 generations is 59.4% (not shown). 

2.2 Y-Search.org 
At the bottom of your FT-DNA results page, you will find the  "Upload to Ysearch.org" button.  Y-Search is a repository for testers to upload their results from any test company/organization; it is the Y-DNA equivalent of GEDMatch for autosomal results. 
2.2.1 Create an ID 

A new User ID menu will be shown with your allele values and some family information pre-loaded.  Fill in the rest of the information (that you know) and press the  'Save Information' button. 
  Don't forget to note your 5‑character User ID (you will need it in the future).  You can also upload your GEDCOM (so others can compare). 
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Later, you can return to Y-Search at http://www.ysearch.org/ and use your 5‑character User ID.  Then use the menu Tabs across the top to select the function you wish to perform.  

2.2.2 Search by Last Name 

To search by Surname, click on the 'Search by Last Name' Menu Tab.  You can either: 
· Enter a last name to search

· Enter a User ID (and optionally check the Last Names and/or the pedigree chart boxes)

You can also limit the geographic area by using the Regions pull-down.  There is a security code you have to enter as well, then click 'Search'. 
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A window will appear with the results.  Click on either the Name or Pedigree links in the desired row.
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That will bring up a list of surname matches (which may include surnames that are not the tester but someone in their pedigree).  Important fields on this page are:

· Compare - checkboxes and link for comparing selected users
· User ID - use this link to see specific information about the tester

· Pedigree - use this Show link to see their pedigree (GEDCOM) chart (if supplied)
· Origin - birthplace for the earliest known ancestor of the user

· Haplogroup - tester's Haplogroup (if known) 

· Tested With - the company/organization with which this user tested  (e.g., FT-DNA, SMGF)
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If you pick some checkboxes for users and click the 'Compare' link, you will be taken to the 'Research Tools' menu Tab with the selected user IDs filled in.  Then you have a choice to compare:
· Y-DNA Results - allele values for each user

· Genetic Distance - for each selection
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The genetic distance report looks like: 
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Or if you are real lucky, like this (your result is always at the top): 
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If you click on the User ID, you get a page with information about the tester (and a 'Contact' link): 
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If you click on the 'Show' link for the pedigree column, you see their GEDCOM.  When you hover your mouse over a name, you can see their birth & death date/place to see if they match your ancestor: 
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2.2.3 Search for Genetic Matches 

Enter your User ID and click the 'Search' button. 
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You will get a screen that shows your matches and their genetic distance.  See the note that if there is only one User ID shown, it is you. 
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2.3 Y-Utility

Y-Utility is a web-page (http://www.mymcgee.com/tools/yutility.html) that lets you to "cut & paste" allele values from different sources (Y-Search, FT-DNA) and perform various tests/comparisons with those DNA results.  Instructions are on the bottom of the page. 
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2.4 GedView
In addition to having great capabilities for viewing and searching GEDCOM files, GedView can also show a list of potential Y-DNA test candidates.   On the menu at the top,  select the [image: image19.emf]

  icon and it will display only the male descendants for the selected person in a separate window.  BTW, it will also show the mitochondrial list of descendants too!   Download from:  http://www.intronvaria.com/GedView.html
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This window can be re-sized and scrolled to view the entire list of descendants.  You can also expand/collapse each family with the +/- buttons to the left of the name.  Anyone with a '?' for death date is a living "cousin" you can approach for a Y-DNA sample. 
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Other GEDCOM viewers may also have this Y-DNA display capability. 
2.5 ISOGG
International Society of Genetic Genealogy (ISOGG) has many advanced Y-DNA listed on their Web-site:  
  
http://isogg.org/wiki/Y-DNA_tools
2.6 Haplogroup Converter
The Y-DNA Phylogenetic Tree is rapidly growing as new research reveals more mutations (SNPs) and deeper sub‑clades.  This tool from  http://dna.scangen.se/index.php?show=tools&lang=en  allows you to see what an older Haplogroup ID may be called today (R1a1a  vs.  R-M512) or what today's nomenclature used to be.  You can play with each pull-down to see results. 
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See the Reference section if you have your results but haven't got a Haplogroup to use a Haplogroup predictor tool to estimate your Haplogroup. 
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c/o - www.my-tool-shed.co.uk

Section 3 Surprises?  

Oops!  I didn't get the results I thought I would?!?  Now what do I do?
3.1 N.P.E. 
Non-Paternal Event (N.P.E.) , non-paternity event, false paternal event, false paternity, misattributed paternity; all these terms refer to a break in the Y chromosome line due to a formal or informal adoption, name change, "extramarital event" (infidelity), a child known by other surname (mother's maiden name or stepfather's name). This means a male tested may be carrying the surname but his Y chromosome does not appear to be associated with that surname.  
Bennett Greenspan, of Family Tree DNA, states that:

“any (DNA) project that has more than 20 or 30 people in it is likely to have an 'oops' in it.

This aligns well with the traditional belief that anywhere from 5 to 15% of men are not the

actual biological fathers of their children. Following this out 10 generations, there is a 40%

chance of a non-paternal event!"

It should be stressed that adoptions were quite common in every age; parents died by disease or war and a relative took in the children and raised them with their name. Daughters had children out of wedlock and the grandparents (or other relatives) raised the children as their own.  A teen-age girl who gets pregnant by one boy and marries another, for whatever reason, might be a more frequent occurrence than maternal infidelity in earlier generations. Taking into consideration the strong pressure against "unwed mothers" until the last generation or so, one might expect such cases to account for some of the paternal irregularity indicated by Y‑chromosome testing.

In this case, you need to be looking at the surnames which you DO match to determine the actual surname of your ancestor.   You can follow the same methodologies as an adoptee might to determine the "truth".   See: 

  
www.dnaadoption.com
3.2 Different Surname(s)
You may have surnames that appear on your match list that aren't your last name.  Either you (or they)  were involved in one of the following
1. Adoption
2. N.P.E.  - see above 
Additional tests from other family members may be required to see which one (you or them) might have the "wrong" surname.  

Section 4 Other 
4.1 FT-DNA Regional Projects
There are many regional Project at FT-DNA; and it seems that they have recently merged the Haplogroup Projects  into the regional projects.  The project administrators are the most knowledgeable people about your results and can give you the best advice about what to do next.  

4.2 Ancestry
As stated in Lesson #1, Ancestry no longer offers or supports (e.g., searching) Y-DNA.  If you took the test with them or entered your results manually (to search), then you can get your old results.  The 1st link (Paternal Lineage) is not active.  The 2nd link (Purchased for...) allows you to: 
· Download the results as a .CSV file 

· View/Download a printable .PDF file
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Take these results and upload them to Y-Search.   Or for a fee, you can transfer them to FT-DNA.  See: 

Family Tree DNA Y-DNA STR Transfer program
4.3 Sorenson tests

If you had your Y-DNA done by a Sorenson Genomics lab (a long time ago!) , you can transfer them to FT-DNA and take advantages of the services there.  See:  Transfer Sorenson results to FT-DNA
Section 5 Glossary 

· Allele - One of the possible values for a marker or a gene. 
· Base - A base is a unit or building block of DNA. Adenine (A), cytosine (C), guanine (G), and thymine (T) are the four primary bases in DNA.  The order of bases is the sequence of DNA.
· GEDCOM - An abbreviation for "Genealogical Data Communications". A standard file format for genealogy records.
· Genetic Distance - Genetic Distance is the number of differences, or mutations, between two sets of results. A genetic distance of zero means there are no differences in the results being compared against one another
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· Haplogroup - A haplogroup is a major branch on either the maternal or paternal tree of humankind. Haplogroups are associated with early human migrations. Today these can associated with a geographic region or regions. 

· Haplotype - A haplotype is the set of values for a set of DNA values. For example, the results of the Y‑DNA12 test for one person is their haplotype. 

· ICW - In Common With 
· Locus - A locus is a specific location in your genetic code. In a genetic map of our DNA, the locus tells us where to find any base.  The plural of locus is loci. 
· Marker - A marker is a physical location (locus) on the chromosome.  The term is often used colloquially in genetic genealogy to refer to a short tandem repeat (STR). 

· Most Distant Ancestor - the person along your paternal line that your paper research shows as the "oldest" male ancestor you have found

· Most Recent Common Ancestor (MRCA) - the most recent ancestor from which the two individuals descended 
· Non-Paternal Event (NPE) - a break in the Y chromosome line due to adoption, infidelity or numerous other causes. 
· Short Tandem Repeat (STR) - A short DNA motif (pattern) repeated in tandem.  ATGC repeated eleven times would give the marker a value or allele of 11. 

· Sub-clade - term used to describe a subgroup of a subgenus of a haplogroup.

· Y-Chromosome - One of the two sex chromosomes, X and Y.  The Y-Chromosome passes down from father to son. Females do not receive it.  As the Y-Chromosome is passed on through the paternal line, it is valuable for surname based genealogy studies. 
Section 6 Resources 
Once you have clues to people who might match your DNA, there are gold mines of resources just waiting to help you move farther along in your search.   
6.1 Internet
· The resources we’ve used in class, of course: FamilyTreeDNA.com.
· FT-DNA surname project websites:  https://www.familytreedna.com/projects.aspx?
· ISOGG: http://www.isogg.org           Tools:  http://isogg.org/wiki/Y-DNA_tools
· Y-Search - http://www.ysearch.org/
· World Families - http://www.worldfamilies.net/ydna
· Y-Utility website:  http://www.mymcgee.com/tools/yutility.html
· Haplogroup predictors - 
Whit Athey  http://www.hprg.com/hapest5/




Vadim Urasin  http://predictor.ydna.ru/
· DNA Explained - http://dna-explained.com/2014/09/04/what-does-and-doesnt-a-y-dna-match-mean/
· If you haven’t found what you want yet, visit Cindy’s List http://www.cyndislist.com/ for an incredible list of genealogy resources organized by category. 

· Use your personal network.  If you have friends or family who are interested in family history or genealogy, brainstorm with them about where to look for information.  They may have ideas or resources that can help in your search.  

· Give back.  Share what you know and help others when you can.  The old saying, “What goes around, comes around” has been proven over and over and over.  
6.2 Books

· Fitzpatrick, Colleen & Yeiser, Andrew - "DNA & Genealogy", (2005, Rice Book Press, Fountain Valley, CA [ISBN13: 97809716013]
· Smolenyak, Megan & Turner, Ann = "Trace Your Roots With DNA: Use Your DNA to Complete Your Family Tree",  (2004, Rodel Books, New York     [ISBN 1594860068 (ISBN13: 9781594860065)]

· Pomery, Chris - "DNA and family history : how genetic testing can advance your genealogical research", (2004, Dundurn Group, Toronto, Ontario
Section 7 Pop Quiz Answers
1. No.  Aiden got his Y-DNA from Ellen's husband (in orange).  If you choose a different pair of cousins –(Brian and Owen) or (Brian and Thomas) it would show them related on the same paternal line. 
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2. Y-Search.  The repository may have people who have not tested at FT-DNA and may turn up some matches.  
3. GedView; use the [image: image27.emf]

  icon for the highlighted common ancestor to find another relative to test.   You can also use your Family Tree software to look at that line but then you have to find the eligible male descendants (dark blue in the chart below) on that line.  
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Section 8  Epilogue

Class Notes
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Objective: This class will show you what to do with your Y-DNA results and what to do if you get a "surprise".  


Tools: This lesson will introduce you to the tools used to process or analyze Y�DNA results.


Words and phrases in bold indicate important terminology. Please consult the glossary included with the course material. 


Click any entry in the Table of Contents to jump to that part of the lesson.


Class notes are at the end of the lesson.





Tools for Men!





Pop Quiz #3





I've got a close match that shares common ancestor, what is the easiest way to find another relative to test? 

















TiP Calculator


As you can see, the TiP percentage can appear to be lower that your actual "paper"  genealogy shows,  so don't be disappointed at low percentages.  They use "averages" so it may be off by 1 or 2 generations in your case.

















Pop Quiz #1


In the  'Y-DNA family tree' chart above, if Owen and Aiden (2nd cousins) carried out Y-DNA  tests, would they be a match? 








Summary


Y-DNA tools can help you analyze and compare your results to determine paternal ancestors. 


Access to Materials


Your DNATrain login will be available to you through the end of the year.  If you’d like to retake the class, you are welcome to sign up as space is available. No additional donation will be requested (although they are certainly welcome!)


Class Forum


The class forum will be available for follow-up questions through the end of the year.  


Class Survey


Please tell us what you thought of the class by taking our 10 minute survey!  We’re always open to ideas and suggestions, and your feedback matters.  Thank you!!


� HYPERLINK "https://www.surveymonkey.com/s/SCQ6Z72" �https://www.surveymonkey.com/s/SCQ6Z72�





Stay in Touch! Let us know how your journey is going.


�HYPERLINK "mailto:support2@dnagedcom.com"�support2@dnagedcom.com�








Pop Quiz #2


I don't have any matches at FT-DNA, what tool should I use to see if I might have some matches elsewhere? 

















�  FamilyTree DNA


�  If you get a "Server Error" message, don't keep go back & keep hitting 'Save' - it will create multiple IDs!!   Close the Y-Search window and go back to FT-DNA and click the Y-Search button again.  It will show your new User ID. 







